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PFAS/Exposomics/Metabolomics (Release 7)
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Cumulative BrCa Confl uence GWAS with OncoArray BCAC
(BCAC OncoArray restricted to 4% case/cohort)
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RTI Toenail (Release 7)
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OCAC Oncoarray GWAS
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Methylation 450K
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Sister Study Cohort
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Methylation 850K SCL
(Release 7)
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N = 6 Saliva
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BrCa =  Breast Cancer

OvCa =  Ovarian / Fallopian tube /  
 Peritoneal Cancer

T2D =  Type 2 Diabetes

Substudy Sampling and Laboratory Assays (Release 12.1)


