
Substudy Sampling and Laboratory Assays (Release 12.1) 

2019 Case Cohort (Release 7) 
N=7,989 

NH White 
N = 5,349 

Black 
N = 2,113 

(63 Hispanic Black) 

NB Hispanic 
N = 289 

Other 
N = 238 

N = 2,441 
Random 

sub cohort 

N = 1,843 
Random sub cohort 
(54 Hispanic Black) 

N = 170 
Random 

sub cohort 

N = 143 
Random 

sub cohort 

N = 2,749 
BrCa cases 

N = 150 
BrCa cases 

(5 Hispanic Black) 

N = 109 
BrCa cases 

N = 88 
BrCa cases 

N = 159 
Overlap 

N = 120 Overlap 
(4 Hispanic Black ) 

N = 10 
Overlap 

N = 7 
Overlap 

First sample 
collection: 
2003-2009 

NH White NH Black 

N = 2,037 
T2D 

N = 389 
T2D 

Diabetes Metabolomics 
N = 1,751 

NH White 
N = 849 

Black 
N = 902 

N = 500 
Random 

sub cohort 

N = 802 
Random 

sub cohort 

N = 362 
T2D 

N = 163 
T2D 

N = 13 Overlap N = 63 Overlap 

Methylation 850K (Release 7) 
N = 2,143 

NH White 
N = 1,429 

Black 
N = 714 

N = 737 
Random 

sub cohort 

N = 493 
Random 

sub cohort 

N = 733 
BrCa cases 

N = 258 
BrCa cases 

N = 41 Overlap N = 37 Overlap 

Adductomics (Release 7) 
N = 3,882 

NH White 
N = 3,121 

Black 
N = 761 

N = 1,599 
Random 

sub cohort 

N = 550 
Random 

sub cohort 

N = 1,617 
BrCa cases 

N = 253 
BrCa cases 

N = 95 
Overlap 

N = 42 
Overlap 

PFAS/Exposomics/Metabolomics (Release 7) 
N = 4,174 

NH White 
N = 3,121 

Black 
N = 761 

NB Hispanic 
N = 292 

N = 1,599 
Random 

subcohort 

N = 550 
BrCa 

non cases 

N = 179 
Random 

subcohort 

N = 1,617 
BrCa cases 

N = 253 
BrCa cases 

N = 122 
BrCa cases 

N = 95 
Overlap 

N = 42 
Overlap 

N = 9 
Overlap 

Cumulative BrCa Confuence GWAS with OncoArray BCAC 
(BCAC OncoArray restricted to 4% case/cohort) 

N = 14,187 

NH White 
N = 6,051 

Black 
N = 4,366 

Hispanic 
N = 2,469 

Other 
N = 1,301 

N = 3,070 
BrCa non 

cases 

N = 4,098 
BrCa non 

cases 

N = 2,338 
BrCa non 

cases 

N = 1,202 
BrCa non 

cases 

N = 2,981 
BrCa cases 

N = 268 
BrCa cases 

N = 131 
BrCa cases 

N = 99 
BrCa cases 

RTI Toenail (Release 7) 
N = 2,996 

NH White 
N = 2,252 

Black 
N = 744 

N = 1,064 
Random 

sub cohort 

N = 542 
Random 

sub cohort 

N = 1,252 
BrCa cases 

N = 244 
BrCa cases 

N = 64 Overlap N = 42 Overlap 

NH White 
N = 3,357 

N = 1,573 
BrCa 

non cases 

N = 1,784 
BrCa cases 

Methylation 450K 
N = 2,874 

NH White; Sampling done July 2014; 
Follow-up cutof 

N = 1335 
Random subcohort 

N = 1,614 
BrCa cases 

N = 75 
Overlap 

4% Case-Cohort 
N = 4,163 

N = 2,036 
Random subcohort 

N = 2,227 
BrCa cases (includes LCIS) 

N = 100 
Overlap 

N = 42,558 NH White 

N = 4, 600 Black 
(4,462 NH Black , 138 Hispanic Black) 

N = 1,334 Other (Asian, American Indian/ 
Alaskan Native, Hawaiian/Pacif c Islander) 

N = 2,377 Hispanic 

N = 50,439 Blood 

N = 50,695 Urine 

N = 49,830 Toenails 

N = 480 Saliva 

N = 50,364 Dust 

BCAC Oncoarray GWAS 
(Restricted to 4% case/cohort) 

N = 3,938 

Black 
N = 318 

Hispanic 
N = 160 

Other 
N = 103 

N = 181 
BrCa 

non cases 

N = 96 
BrCa 

non cases 

N = 41 
BrCa 

non cases 

N = 137 
BrCa cases 

N = 64 
BrCa cases 

N = 62 
BrCa cases 

OCAC Oncoarray GWAS 
(OvCa cases in OCAC, OvCa cases in BCAC 

and Non-OvCa cases in BCAC) 
N = 1,714 

NH White 
N = 1,445 

Black 
N = 150 

Hispanic 
N = 84 

Other 
N = 35 

N = 1,321 
OvCa 

non cases 

N = 142 
OvCa 

non cases 

N = 81 
OvCa 

non cases 

N = 33 
OvCa 

non cases 

N = 124 
OvCa cases 

N = 8 
OvCa cases 

N = 3 
OvCa cases 

N = 2 
OvCa cases 

Sister Study Cohort 
N = 50,884 Enrolled 
N = 9 Withdrawals 

Sisters Changing Lives (SCL) 
N = 2,396 

NH White 
N = 2,129 

Black 
N = 136 

NB Hispanic 
N = 81 

Other 
N = 49 

N = 1,112 
Random 

subcohort 

N = 84 
Random 

subcohort 

N = 50 
Random 

subcohort 

N = 20 
Random 

subcohort 

N = 1,065 
BrCa cases 

N = 53 
BrCa cases 

N = 33 
BrCa cases 

N = 30 
BrCa cases 

N = 48 Overlap N = 1 Overlap N = 3 Overlap N = 1 Overlap 

Methylation 850K SCL 
(Release 7) 

N = 428 

NH White 
N = 298 

Black 
N = 130 

N = 151 
BrCa 

non cases 

N = 82 
BrCa 

non cases 

N = 147 
BrCa cases 

N = 48 
BrCa cases 

N = 2,404 Blood 

N = 2,450 Urine 

N = 2,356 Toenails 

Second sample 
collection: 

Oct. 15, 2013 – 
Mar. 2, 2015 

N = 6 Saliva 

N = 2,448 Dust 

BrCa = Breast Cancer 

OvCa = Ovarian / Fallopian tube /  
 Peritoneal Cancer 

T2D = Type 2 Diabetes 

 

   

 

 


